Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.007 Å; R factor = 0.050; wR factor = 0.120; data-to-parameter ratio = 13.2.
The asymmetric unit of the title compound, C 9 H 11 ClN 4 , contains two virtually planar molecules that differ in conformation about the bond connecting the hydrazine and pyridazine units. The 3-chloro-6-hydrazinylpyridazine and cyclopentane groups are oriented at dihedral angles of 4.5 (3) and 8.8 (4) in the two molecules. In the crystal, the molecules form a one dimensional polymeric structure extending along the a axis via N-HÁ Á ÁN hydrogen bonds. The crystal stucired was an inversion twin [ratio of the twin domains = 0.73 (9):0.27 (9)].
Related literature
For related structures, see: Ather et al. (2010a,b,c) . For graphset notation, see: Bernstein et al. (1995) .
Experimental Crystal data Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009); software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON. 
Comment
In continuation to on our studies on 3-chloro-6-hydrazinylpyridazine derivatives (Ather et al., 2010a,b,c) , the title compound ( Fig. 1) is being reported here.
There are two symmetry independent molecule in the asymmetric unit of title compound that differ in conformation. 
Refinement
The structure was refined as an inversion twin with 0.73 (9):0.27((9) ratio of the twin domains. The H-atoms were positioned geometrically (N-H = 0.86, C-H = 0.93-0.97 Å) and were included in the refinement in the riding model approximation, with U iso (H) = xU eq (C, N), where x = 1.2 for all H-atoms. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds supplementary materials sup-3 in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.05268 (12) −0.05719 (13) 0.64742 (7) 0.0730 (4) 
